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VI: Validity-integrated
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where n is number of windowed sequences including constituent sequence of motif x.

GenoPoemics™ System based on Genome Poemics (B1x#F 1.5) idea.

* visualization.

@Q All prediction results were accumulated prior to
All were implemented in the GenoPoemics™ system.
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The GenoPoemics™ system: Overview

The GenoPoemics™ system is the in silico spectrometer to visualize
structures of mMRNAs to help our validation of the structures.
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The GP “spectrometer” utilizes regular secondary prediction software
(such as mfold, UNAfold, vsfold, etc) as probe to obtain spectra on
certain long RNAs.



3/40 Shingo Nakamura
Motifs appear as columns on spectra (1/2)

A) 18 A A C
GAGGC CG GCGG GC t.';qu,L —
Frrer o rrorrrrorrond e 18 : <<<<<<<ACCCCALLCK<UAGC > >C> >G> >>>>>005>>>> 1 58
CUCCG_GC CGCC CG CGC
58 cC G C
B} 18: <<<<<<<B<<<<ACCC<CURGC>>C>>G33333300>3>3>> 158, VE=97.76 at window 4..203

18: <<<<<<<A<<<<A<<C<<UAGC>>C>>G>>>>>>CC>>>>> :58. VS8=89.60 at window 7..206

18: <<<<<<<AC<CCACKCSCUAGC>>Co>G>>>55>00>>>>> 158, V8=89.60 at window 10..209
18: <<<<<<<A<<<ALCSUAGCH>>CO>G>>>555005>>>> 158, V8=57.94 at window 13..212
18: <<<<<<<A<<<<A<<C<<UAGC>>C>>G>>>>>>CC>>>>> :58. V8=56.92 at window 16..215
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On the spectra,
“valid” motifs are:
1. Long (High VS)

\2- Dark (High VD), e

1 DI:Il:l.ll:.:l I VS5=97.76 at window 4..203
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Motifs appear as columns on spectra ( 2/2)

1088: <<<C<<<<<U<<CUCS<UCAUSSUSSUSSS>S5ACEES 11124 (VI=41.11)
1097: LG LA << < <CU<<<<ACEORAUAG> >>>UU>>>>>5>A>>>>>>>> 11150 (VI=46.95)
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On the spectra,
“valid” motifs are:
1. Long (High VS)

%Dark (High Vly




